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#2471 43 ¥ BB #5 (Pharmaceutical analysis)

MSP1 | MALDI 55F£ 87 (Mass; MALDI-TOF MS) 500 700 1,000 {REEERIEE

MSP2 | EAE S TEBES M (Intact Mass LC-HR-MS) 1,950 2,300 3,500 REREREE

MSP3 | EOEEVMIIEM 2,200 2,650 4,000 {REEIS RS

MSP4 | EREBEZBHSTEPT™M) EEREREGEKE EEREEHERE

EOEEEEST (Qualitative proteomics)

MSP5 E(Basic LC-MS/MS) 2,500 3,000 4,500 EEEIE R /N LC SRR

MSP6 IS EE & (Advance LC-MS/MS analysis with fractionation) 15,000 18,000 27,000 —XLIE - §R24 /B BEES  FEHEERENSR
EQREBHES S (Quantitative Proteomics)

MSP7 | SE{ZEEE % (L abel free Proteomics Quantification) 6,600 8,000 12,000 1 @R 3 58, SH8E 2/ B REZENHFR

MSP8 | EHMIEEEZEE Z(Isobaric Labeling Proteomics Quantification) 16,000 19,200 28,800 1@E%, O3 58 SHsE3/E FESERF
MSP9 | HEE—EHES Hii(Targeted Protein, MRM/SRM) 1,700 2,000 3,000 KEREE | BESIRER 3 5E . ROITEEEE  EERBUHESIRER
MSP10 | B4 FIEREEIOH KEREREGERS ERENE | SSETERERE

MSP11 | ETEYH FEE (REREREGENE BERTHEAEUE

S mEEEES (Sample preparation)

MSP12 | Trypsin BEEKE2ERHE 2,000 2,400 3,600 FENEREE SEREMRRIERS T -

MSP13 | iEm=ERE 600 750 1,100 RERIEREEE
o3 FEAI5HEEES (Small molecule Analysis)

MSST | G FENFTEIER) 400 480 720 ERTESLEEES  REINERtE

MSS2 | IAFENSTFEANEHR) 600 720 1,080 BRTEEREEES  REVESHHE

MSS3 | /I3 FEBAIR(LC-MS/MS) 2,000 2,400 3,600 EEHIE RS CHAERED, RNSERTASEE
MSS4 | ERIGTIEENEE 1,000 1,200 1,850 BESRER 3 518 - (ROWHEE  EEREUHE SRR
MSS5 | EREEEZRERE REFEREGENSE EEFFEEENE

MS59 FFEHE(LC-LR-MS) 800 960 1,440 IERRESREES  RENERAETE

MS510 115 FERISBLC-HR-MS) 1,200 1,440 2,160 NERRESREES  RENERBEE
Efthf§#% (Others)

MSP14 | £YEHERIEREETSHT (Bioinformatics and Biometric analysis) 1,000 1,200 1,800 REEEREEE

MSS6 1,200 1,800 RERER | KSEHE

MSS7 EEBUE | #E/EtE

MSS8 EE/\EEtE
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5% RIEEE/RE WEimE
[ = 18 #EE2Qk - | EEsHL
E]I ﬂ AL P = = =
EEn 805 i) | sREE | sams
Bz Aok = 1,000 8,000 6,000 5,400
S1 | 6500+ Triple Quad
EEEE 1,200 9,600 7,200 6,500
fzrAa sk E 1,100 8,800 6,600 6,000
S2 | 6600+ TripleTOF
EHEE 1,350 10,800 8,100 7,300
B A SM 2T 1,250 10,000 7,500 6,800
S3 | Q-Exactive Plus
EHEE NLA.
B A1 1 27 1,750 10,500 7,800 6,500
S4 | Orbitrap Fusion Lumos
EEEE N.A.
B A 41 2,000 12,000 9,000 7,500
S5 | Orbitrap Eclipse
EEET N.A.

B A 1 2 800/& 30 H£&
S6 | UltrafleXetreme MALDI-TOF N.A.
b 5 ) 1000/ 30 738

EMEMRERAS SN B A 1 A7 350
S7 | (Bioinformatics and NA.
Biometric analysis) EHEE 450
B A 41 2 3,500
ss | BEIEER) N.A.
fetad ] 4,200
BTS20 2,000
59 | EREFEA) N.A.
EHREE 2,400

B A 1 A7 700/800/900*
S10 | UHPLC NA
EHEE 1000/1100/1200*

“UHPLC B PDA/FLD/ELSD % 3 TS SEMER—EEHNE RSN 100 /S0 -






